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1) Ronneberger, O., Fischer, P., and Brox, T., 2015. U-net: convolutional networks for biomedical image
segmentation, pp. 234e241, in: Navab, N., Hornegger, J., Wells,W. M. and Frangi, A. F. (Eds.), Medical
Image Computing and Computer-Assisted Intervention e MICCAI 2015. Proceedings of the 18th
International Conference,Munich, Germany, October 5-9, 2015, Part IIl. Lecture notes in computer
science, vol. 9351. Springer International Publishing.

2) Liu, W., Anguelov, D., Erhan, D., Szegedy, C., Reed, S., Fu, C. Y., and Berg, A. C., 2016. SSD: Single
Shot MultiBox Detector, pp. 21e37, in: Leibe, B., Matas, J., Sebe, N. and Welling, M. (Eds.), Computer

vision e ECCV 2016. Lecture notes in computer science vol. 9905.
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. . . . JAMU Biological
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