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Hepatic Glucose-Responsive Metabolism in Obesity,” Science Signaling 13, no. 660 (December 1,
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1) Csala A et al., “Multivariate Statistical Methods for High-Dimensional Multiset Omics Data Analysis”,
Computational Biology, Husi H, editor., Brisbane (AU), Codon Publications (2019).

2) Rohart F et al., “mixOmics: An R package for ‘omics feature selection and multiple data integration”,
PLOS Computational Biology 13(11): e1005752 (2017).

3) Shen B. et al., “Proteomic and Metabolomic Characterization of COVID-19 Patient Sera”, Cell, 182(1),
59-72.e15 (2020).
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