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Sequences producing signiicant allgnmerts:
Select Al None Selected 0
i Migrments o
Description Mox Tom Omy € e Actessin
Sschame Fofeyimantn 941 941 00X OO0 00% PoaEM e
Sectiame. FulYimoto 40 940 00N 00 99% QERIWRM4
Sechame Ful-Vnardn =004 190 VS CENAL Rechiame. Ful-\mentn 937 937 WM 00 99N QdRem)
Ssechame Feft'mectin @26 026 W% 00 o8 M=l
Sechame: Fylt*vimentn 01 901 % 00 a8 Peamaad
Secpme Fylrimandn 6rs 875 or% 00  Or% 2
SecName: Fylirvimantn 674 474 Gr% 00 oM%Kl
Sechame Pyl Yimendn 85T 88T OIS 00 O P2
Sechams Fulermentn 83 839 9% 00 95% PNt
Sechinms. - Yimotn 813 813 0% 00 B86% P2
Sechame Foul-enacdn-\Q 76 Ti6 9N 00 T&W Pl
Sechame Fue'Vmentn4 622 682 99N 00 TN PTH
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(4 ) » | @ togotable.dbcls.jp

RDF to Table Tool | Upload |

input tsv file: | BiR... | 77 ALASBIREhTWE A,

first line is header: @

ROF to Table Tool | Upload | Help
Slename: sample.txt
I:5290303chb08cBa 1339000001
total number:5
status: 0
Merged:0%

Output tsv

column list

Q Q Q ) o o

Full name UniProtiD PDBID Pubmed ID INSDC ID ReofSeq ID  UniGene ID

Ensembl ID

o
GenelD  KEGG GENES ID

viM Vimentin

SEPT?  Septn7 ateter  SEEREERM uneo: BT Unerot ;BN o-cvic Jl merge |
YBX1 Nuclease-sensitive element-binding protein 1  P67808

FSCN1 Fasan Q16658 UniProt

CAT Catalase P04040

Names and origin
@ Uniprot ID

v Recommended name({Full name)

@ Recommended name{Short name)

® Recommended name{EC)

o
ucsciID




@ togotable.dbcls.jp

RDF to Table Tool | Upload | Help

input tsv file: | &R... | 77 MILDBIRENTVEE A,

first line is header: @

ROF to Table Tool | Upload | Help

Slename: sample.txt
529030 3ch08cta 1339000001
total number:5
status: 0
Merged:0%
Output tsv

column list

(5] (] (3] ) (] () [ X ) (] )

UniProtiD PDB ID Pubmed ID INSDC ID RefSeq ID | UniGene ID Ensembl ID GerwlD KEGGGENESID| UCSCID

viM Vimentin

SEPT? Septin-7 Q16181 SRR Uniprot s EEERCLEE UnProt ;| [ preview Jll merge |
ool | Upload | Help
p. Dt
c80 1331000001 | ooumn e |

o Q Q Q Q o Q € Q ]
Pubmed INSDC ID RefSeq ID UniGene GenelD KEGG UCSCID | UnProt:Recommended name(Full UniProt:Gene
D 10 0 GENES ID name) names
sntin POBET0 1GKB 2251132 AAAB1279.1 NP_003371.2 Hs 455493 ENST00000224237 7431 hsa: 7431 ucD0liou.2  Vimentin VIM
-7 Q16181 2QAG 8037772 AAB31337.1 NP_001779.3 Hs. 191346 ENST00000390034 986 hsa:989 ucO10icc3  Septin-7 SEPT?
case-sensitive e'ement. Nuclease-sensitve element-
ing protein 1 PE7809 1H95 1891370 AAA35750.1 NP_004550.2 Hs 473583 ENSTO0000321358 4904 hsa: 4904 ucD01chs.3 binding in 1 YBX1
in Q16658 1DFC 3526678 AAABG442.1 NP_003075.1 Hs 118400 ENSTO00000382361 6624 hsa: 6624 uc003so0u.3 Fascin FSCN1

lase PO4D40 1DGB 2308162 CAA27721.1 NP_001743.1 Hs 502302 ENST00000241052 847 hsa: 847 ucD0imvm.3 Catalase CAT
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NGS vs MS

NGS

7 —5 FASTQ

NIVF7Zy hT4—LA

BT 7 DT P DA

TopHat/Bowtie/Cufflinks/GATK

BIRT—5% 74—V K SAM/BAM/VCF
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MS

raw/.wiff/.baf ---

AT EWindowsERDOH D 4
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Ry &

Mascot/X! tandem/ProteinPilot/
MaxQuant/Skyline:--

mzML/mzldentML/mzQuantML



B D gnll"“" D B C LS
‘.Ei"'£%.’ :::ﬁwxwf

Proteomics Standards Initiative .=,

Perspective

Journal of
proteome

eresearch

Proteomics Standards Initiative: Fifteen Years of Progress and

Future Work

Eric W. Deutsch,*'® Sandra Orchard * Pierre-Alain Binz,® Wout Blttremleux,I| Martin Elsenacher,l
Henning Hermjakob, O Shin Kawano,’ Henry Lam, OV Gerhard Mayer, Gerben Menschaert,”
Yasset Perez- Rwerol * Reza M. Salek,” David L. Tabb," Stefan Tenzer, " Juan Antonio Vizcaino,”

Mathias Walzer," and Andrew R. Jones
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HUPO-PSI standards

Working
Croups

Molecular
Interactions

Group
charter

Mass
Spectrometry

Group
charter

Proteomics
Informatics

Group
charter

Quality
Comtrol

Group
charter

Protein
separations

(lnactive)

Cuidelines

MiMIx

MIABE

MIAPAR

Mass spectromaetry (MIAPE-MS)

Identification (MIAPE-MSI)

Mass spectrometry Quantification (MIAPE -Quant)

Cel electrophoresis (MIAPE-CE)

Cel informatics (MIAPE-CI)

Column chromatography (MIAPE-CC)
Caplllary electrophoresis (MIAPE -CE)

Phosphoproteomics (MIASSPE)

v,

298

1.0

093

0.9.

Formats

PSI-MI XML

PSI-MI XML

MITAB

mzML

TraM|

mzData (deprecated)

mzidentML

mzQuantML

mzTab

proBed

proBAM (public review)

q<ML
(PS! spec. under construction)

CelML

spML

<CC> Licensed under CC-BY 4.0 <2017 SHIN KAWANO (DBCLS/NBDC)

v,

254

3.0

2.7

1.1.0

1.0.0

1.05

1.2.0

1.0.1

1.0.0

1.0.0

1.1.0

1.0.0

BD

National Bioscience Database Center

Controlled Vocabularies

PSi-MICV

PAR CV

PSl-MS

seplV

v.

2.5.0

404

Database Center
for Life Science

# DBCLS
~

Software/Tools

jmzML

jmzldenML
JjmzQuantML

jmzTab
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Original Reprocessing
dataset by third parties new PXD
Dataset
Data Reprocessing by or
through a specific PX member
, RPXD dataset Addition of PMID RPXD dataset
et RPXD000001.1 = “Reanalysis” 1 [1 “Reanalysis”1 ...\
| “Revision” 1 - “Revision” 2
New
reprocessing
RPXD000001.2  “Reanalysis”2 = )  “Reanalysis” 2
RPXD000001 “ i w
( ) “Revision” 1 ~ "Revision” 2
New
reprocessing
RPXD dataset
RPXD000001.3 “Reanalysis” 3
“Revision” 1
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Universal Spectral Identifier

c T—5tYy FRODELXDARY MLT—9Z B URT HDIDZ T
c R7F REIEFERZARYZ MUICESHDIF->THERT S
- Spectral LibraryZ{EB UTcBED AR MIVZIBET D

mzspec:<collection>:<subfolder>:<msRun>:<indexType>:<scanNumber>

mzspec:PXD000561:ControlO1:Adult_Frontalcortex bRP_Elite_ 85 f09:scan:17555
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Controlled Vocabulary (CV) el 2y oo

foS

PSI-MS
. Controlled Vocabulary & >T#A Y cAY =TI L
. OBOIcE&FEINTIEIWBH, Class/Property/EntityZEDBEFEHIEEINT
WEW — OIS ICEENEMEINIDH
PSI-MOD
- BFS 1L
- PBREADBWEWVWHS
- UNI-MOD D #| % #E2E
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- atabase Center
ro eogenomlcs Naticnal Bioscience Database Center for Life Science

Proteogenomics file format
- ProBAM/ProBED
- IGVET/ SV ARHETHESNTWAE2—7—Ic7ATA—LT—F &ERRS
B3
. EERNICBAM/BED DHLiR
- ProVCFI3ZE#U%5?
Proteogenomics /N1 751 >
. ProteoAnnotator., fthZ#
- BRITSRD SR
- BAZ7ATA—L
- FREYMOT7/ TF—ay/
7/ Tr—avoaEl
- XYTATAZIVAR
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- Omics Discovery Index
TJ/LINZ VA2V T h—=L/7AT7A—=L/AYRO—LLIKRI NI S
T—yZINE
- AZSVADBZEXEWTT—5 2y b Z2RDITS
RDF{t

Examples: cancer, Homo sapiens, Orbitrap, Q9HAUS, Phospho, Hela I N A

e ™ Transcriptome ArrayExpress
- relaleusalllml!ga" :m’

exnressmn saase
analvsmm.m..an.sm'

e o Il _aanlll MassIVE

= I I ExpressionAtlas
n O Proteome GPMDB

Description @ Sample | Data Tissues @ Organisms (| Di

PeptideAtlas
- PRIDE

Latest Datasets Most Accessed Datasets

@ Sep 7 PROST: A set of 40 peptide standards for retention 1, » © 1.9K M.musculus - Heart, Protein peptide count. 1200
@ Sep 7 The effect of Fusarium culmorum infection and... ® © 1.8K M.musculus - Saliva secreting gland, Protein Intensit. Q
@ Sep 7 Characterisation of the biflavonoid hinokiflavone as a.. ® © 1.4K M.musculus - Kidney, Protein peptide count.. 1000 P O S T
@ Sep 7 Proteome analysis of hypoxic glioblastoma cells revea... @ 591 The distribution of mobile genetic elements (MGES) in... 800
@ Sep 7 Lineage specific metabolic activity in haematopoiesis © © 562 Comparative genomic hybridization by array of.. 600
© Sep 6 Microarray analysis of Alzheimer's disease patients... ® © 219 M.musculus - Liver, SC (Huttlin,cell,2010) 400
@ Sep 6 A serum nuclear magnetic resonance-based... @ © 160 Transcription profiling of neuroblastoma tumors with... — 7
@ Sep 6 Analysis of the early cellular and humoral responses o... @ © 157 Transcription profiling of Set2 deletion in yeast to... 2014 2015 2016 2017 .
@ Sep 6 Varroa destructor LC-MSMS crossing developmental... > 148 Transcriptome analysis of 5 red Italian grapevine... — Genomics — Metabolomics M e t a b O L I h ts
.- Transcriptomics .- Proteomics
News Statistics About . p

We have created a short (4 min) introduction video about How to ! b A M eta bo | O m I CS WO rkb e n C h

24 create your @0micsDI Profile https://www.youtube.com/watch... roteomics,
15 repositories

Discovering the awesomeness of @0micsDI - this going to save metabolomics). Read More.
KB e 80 muoh timel 91026 datasets OmicsDI project has boen developed on Gitub, you can check or contribute to

Searching Omics datasets using the @OmicsDl 3,709 diseases our development at (hore)
22 hittpsy/youtu.be/tFowdIUXCE via @YouTube 2,604 tesues

Thanks for everyone attending the ELIXIR webinar on @OmicsDI. ! The frontend page is based on the Angular, D3.js
16 The next webinar is on 20 Sep on ELIXIR Data Platform: 4,653 species

More twests
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